Community Literature & Annotation
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Fission yeast laboratories Eastern African countries. Fission yeast was described by
Paul Lindner in 1893, and Urs Leopold isolated the standard

lab strains in the 1940s. Community curated
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. “The taste is somewhat like Soured wort of the smallest description, but 20¢y
. 10-50 strangers, who at first dislike it exceqdingly, are soon reconciled to it by the © y, Other
B 50-100 pleasurable sensations to which it gives rise...”

— Richard Francis Burton (1860)
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